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(*) Indicates corresponding author, or co-corresponding of a manuscript.  
 

Synergistic Activities 
Development and/or refinement of research tools; computation methodologies, and algorithms for problem-solving in 
biomedicine. Dr. Campagne has developed a number of bioinformatics research tools widely used in the biomedical 
community. Selected research tools developed include Viseur, TissueInfo, RbDe, RbDg, BDVal, Goby, GobyWeb, 
NextflowWorkbench, MetaR.  
Peer-review Activities. Dr. Campagne frequently peer-reviews for scientific journals (e.g., Bioinformatics, BMC 
Bioinformatics, Transplantation), conferences (e.g., BOSC, PSB) and funding agencies (including NSF and NIH).  
 


